
Table 2. Strategies for Reporting Vancomycin Results When Using Molecular and Phenotypic AST Methods for Enterococcus spp. 
 
 
 

 
Indication 

 
Target(s) 

 
Method 

 
Specimen Type 

Result  
Suggestions for Resolution 

 
Report as: 

 
Footnotes* Genotype or 

Predicted 
Phenotype 

Observed 
Phenotype 
(if tested) 

 
 
 
 
 
 
 
 
 
 
 
 

 
Detection of 
vancomycin 

resistant 
enterococci 

 

 
 
 
 
 
 

vanA, 
vanB 

 

 
 
 
 
 

NAAT or array 
hybridization 
technology 

 

 
 
 
 
 

Blood culture broth 
or surveillance 
cultures 

vanA and/or 
vanB detected 

 
Vancomycin R 

N/A Report phenotypic result as found (if 
available), consider reporting presence 
of molecular target per institutional 
protocol 

1-3 

vanA and/or 
vanB not 
detected 

 
Vancomycin S 

N/A Report phenotypic result as found (if 
available), consider reporting presence 
of molecular target per institutional 
protocol 

 

vanA and/or 

vanB detected 

 
Vancomycin S 

Confirm isolate identification to species 
level (e.g. E. faecalis) and repeat AST.  If 
mixed culture, test isolates individually. 

If discrepancy is not resolved by 
suggested testing, report as 
vancomycin R 

1-3 

vanA and/or 
vanB not 
detected 

 
Vancomycin R 

Confirm isolate identification to species 
level (e.g. E. faecalis) and repeat AST.  If 
mixed culture, test isolates individually. 

If discrepancy is not resolved by 
suggested testing, report as 
vancomycin R 

4 

 
 
 
 
 
 
 

 
vanA 

 
 
 
 
 
 
 

 
NAAT 

 

 
 
 
 
 
 
 

Surveillance 
cultures 

 
vanA detected 

 
Vancomycin R 

N/A Report phenotypic result as found (if 
available), consider reporting presence 
of molecular target per institutional 
protocol 

1-2 

vanA not 
detected 

 
Vancomycin S 

N/A Report phenotypic result as found (if 
available), consider reporting presence 
of molecular target per institutional 
protocol 

5 

 
vanA detected 

 
Vancomycin S 

Confirm isolate identification to species 
level (e.g. E. faecalis) and repeat AST.  If 
mixed culture, test isolates individually. 

If discrepancy is not resolved by 
suggested testing, report as 
vancomycin R 

1-2 

vanA not 
detected 

 
Vancomycin R 

Confirm isolate identification to species 
level (e.g. E. faecalis) and repeat AST.  If 
mixed culture, test isolates individually. 

If discrepancy is not resolved by 
suggested testing, report as 
vancomycin R 

4-5 

*In addition to the specific possibilities referenced, genotype/phenotype discrepancies could arise as a consequence of suboptimal sampling, mixed cultures, emergence of new genotypes, or mutations and/or wild-type 
reversions of resistance targets. 
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